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SEQUENCE LISTING

The patent contains a lengthy “Sequence Listing” section. A copy of the “Sequence Listing” is available in
electronic form from the USPTO web site (http://seqdata.uspto.gov/?pageRequest=docDetail&DocID=US08541563B2).
An electronic copy of the “Sequence Listing” will also be available from the USPTO upon request and payment of the

fee set forth in 37 CFR 1.19(b)(3).

What is claimed is:

1. An isolated Saccharophagus degradans strain
2-40 polynucleotide encoding an amino acid sequence with
arabinofuranosidase activity and comprising a GH43
domain.

2. An isolated Saccharophagus degradans strain 2-40
polypeptide with arabinofuranosidase activity and compris-
ing a GH43 domain.

3. A vector comprising an isolated Saccharophagus
degradans strain 2-40 polynucleotide encoding an amino acid
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sequence with arabinofuranosidase activity and comprising a
GHA43 domain.

4. A host cell comprising an isolated Saccharophagus
degradans strain 2-40 polynucleotide encoding an amino acid
sequence with arabinofuranosidase activity and comprising a
GHA43 domain.

5. The host cell of claim 4, wherein the cell is an Escheri-
chia coli cell.



