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<210> SEQ ID NO 36

<211> LENGTH:
<212> TYPE:

993
DNA

<213> ORGANISM: Plasmodium berghei

<400> SEQUENCE: 36

atggatgcaa tgaagagagg gctctgetgt gtgetgetge

teggetageg
ctatgttaca
aaaatataca
aatgagaaaa
ccaaacccaa
gacccaccac
ccaaacgcaa
gacccagcac
ccaaacgcaa
gacccaccac
ccacagccac
ccacagccac
aataatgacg
agggatagta

gttagaaaac

gatccgatgg
atgaaggaaa
atcgaaatac
aaaacgaaaa
atgacccacc
caccaaaccc
atgacccage
caccaaacgc
atgacccage
caccaaaccc
ggcegecagece
gaccacagce
attcttatat
tcacagagga

gaaaaggttc

acaaaataaa

tgataataaa

agtcaacaga

aatagagcgt

accaccaaac

aaatgaccca

accaccaaac

aaatgaccca

accaccaaac

aaatgaccca

acaaccacag

acaaccacag

cccaagegeg

atggtctcaa

aaataagaaa

agcatccaag

ttgtatcacg

ttacttgeeg

aataataaat

ccaaatgacc

gcaccaccaa

gcaaatgace

gcaccaccaa

gcaaatgace

gcaccaccac

ccacagccac

ccaggtggta

gaaaaaatac

tgtaacgtaa

gcagaagatt

tgtgtggage
cccaaaggaa
tgcttaactce
atgctecega
tgaaacaacc
caccaccace
acgcaaatga
cagcaccace
acgcaaatga
cagcaccace
aaggaaataa
aaccacagcc
ataacaataa
tagaatttgt
catgtggtte

tgaccttaga

actgaaattt gtaaaatgga taaatgttca agt

agtcttegtt 60
cttaaacgag 120
taagaatgga 180
aggaaaaaaa 240
accaccacca 300
aaacccaaat 360
cccagcacca 420
aaacgcaaat 480
cccagcacca 540
aaacgcaaat 600
caatccacaa 660
acagccacaa 720
caaaaataat 780
taaacagatc 840
tggtataaga 900
agatattgat 960
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What is claimed is:
1. Anisolated nucleic acid encoding a fusion protein com-
prising Plasmodium circumsporozoite protein (CSP) and at
least one p28 molecule from the croup consisting of SEQ. ID.
NO. 25 and SEQ. ID. NO 26, wherein the CSP is SEQ. ID.
NO. 28 or SEQ. ID. NO 35.
2. An expression vector comprising the nucleic acid
according to claim 1 and further comprising regulatory
sequences for expression of the fusion protein.
3. A host murine cell comprising the vector according to
claim 2.
4. A composition comprising the vector according to claim
2 and a pharmaceutically acceptable excipient or carrier.
5. A method of constructing a nucleic acid encoding a
fusion protein comprising a peptide or polypeptide antigen
and more than one human (SEQ. ID. NO. 25) or murine (SEQ.
ID. NO. 26) p28 molecule comprising the steps of:
constructing a full length Plasmodium CSP without the
GPI-anchor sequence CSP(-A) (SEQ. ID. NO. 28);

amplifying the C-terminal part of CSP (SEQ. ID. NO. 28)
from pCI-CSP-3xC3d using OAN443 (SEQ. ID. NO.
29) and OAN444 (SEQ. ID. NO. 30) yield a first PCR
product;

enzymatically lysing the first PCR product yielding a first

enzymatic product;

ligating the first enzymatic product into a first clone;

amplifying the p28 fragment of C3d from pCI-CSP-3xC3d

using OAN445 (SEQ. ID. NO. 15) and OAN446 (SEQ
ID. NO. 16) yielding a second PCR product;
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enzymatically lysing the second PCR product yielding a

second enzymatic product;

ligating said second enzymatic product into the first clone,

in combination with a linker, yielding a second clone;
enzymatically lysing the second clone yielding a third
enzymatic product;

ligating the second enzymatic product into the third enzy-

matic product, in combination with a linker, yielding a
third clone;

enzymatically lysing the third clone yielding a fourth enzy-

matic product;

ligating the second enzymatic product into the fourth enzy-

matic product, in combination with a linker, yielding a
fourth clone;

enzymatically lysing pCI-CSP-3xC3d yielding a fifth

enzymatic product;

enzymatically lysing the fourth clone yielding a sixth enzy-

matic product; and,

ligating the fifth enzymatic product into the sixth enzy-

matic product, in combination with a linker, yielding a
fifth clone.

6. The method of claim 5 wherein the enzymatic lysing is
accomplished with an enzymatic restrictase selected from a
group consisting of: BGIIIEcoRI, Xbal/EcoRI, BamHI/
EcoRI1, and Afl HH/EcoRI.

7. The method of claim 5 wherein the antigen is CSP (SEQ.
ID. NO. 28).

8. The method of claim 5 wherein the p28 fragment is
coupled to the antigen via a peptide bond.



